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ACGCCCCAAGAGT AGTAGTAGT AGTAGTACCATACCGAT CGCAAGACT CGCCAGCACGTC
VL S GRAYV

TTGITTTTGAACGT TATAGCCGT GCAACACCGCT GEGTGCATATCTGGAAGAGEGTCGTC

AACAAAAACT TGCAATATCGCCACGT TGT GGCGACCCACGTATAGACCT TCTCCCAGCAG
_VF ERY SRATUPL GAY L EE GRR

GITTTCGTGAAGAAGGT TTTATTCGTACCGATTATCCGCCTAAACGTGATGAAGT TCTGT

--------- A S
CAAAAGCACTTCTTCCAAAATAAGCATGGCTAATAGGCGGATTTGCACTACTTCAAGACA
_F REEGF I R T DY P P KRDEV L W

GGAATCCGAAAATTATGCGT AT GCCT CGT GAAGAACT GGAAAAAAT CAAAACCCAGCGT C

--------- T e o
CCTTAGGCTTTTAATACGCATACGGAGCACTTCTTGACCTTTTTTAGT TTTGGGTCGCAG
_ NP KI MR MPREEIL EKI KTQRL
EcoRl
TGAAAGCCATTGT TAAAT GGGCATGGGAACACAGCGAATTCTATCGCAAATTTTGGAAAA
--------- T T
ACTTTCGGTAACAATTTACCCGTACCCTTGTGTCGCTTAAGATAGCGTTTAAAACCTTTT
K A I _V KWAWEUHSEF Y RKF WK'S
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GCAAAGGCT TTCACCCGGACAT GAT TAAAACCCATGAAGATGT TGT TAAAATCCCGGTGC

CGTTTCCGAAAGT GGGECCTGTACTAATTTTGGGTACTTCTACAACAATTTTAGGGCCACG

_K GF HPDMI_KTHEDVVK I P V L

Bgl 11 Pst 1

TGACCAAAAAAGAT CTGCGT GCCGAT CTGCAGAAAAAT CCGCCTTATGGCACCATTATGG

ACTGGTTTTTTCTAGACGCACGGECTAGACGT CTTTTTAGGCGGAATACCGT GGTAATACC

_ T KKDL RADILQKNPPYGT I_ MYV

Agel

TTCCGGAACT GGCCAAATATATCCATTTTGT TGGT GCAACCAGCGGTAGCACCGGTATGC

AAGGCCTTGACCGGT TTATATAGGT AAAACAACCACGT TGGT CGCCATCGT GGCCATACG

P EL A KY I _HFVGAT S GSTGMP

CGACCTTTCAGGGT TGGEGT CGTGT TGAACTGGATTATTTTGAAGAACAGCAGGCACGT T

GCTGGAAAGT CCCAACCCCAGCACAACT TGACCTAATAAAACT TCTTGT CGT CCGT GCAA

_T F QGWGRVE L DY F EE QQAIRYY

ATCTGTGGACCTTTGCCGGT GT TAAACCGGGTGT TGT TTATGCCAATTATCTGAATATGA

TAGACACCT GGAAACGGECCACAAT TTGGCCCACAACAAATACGGT TAATAGACT TATACT

_ L WT F A GV KP GV VY A NY L NMS

GCGECTTTTATAGCTGGEGEGT CCGCCT CTGGT TGAAACCGCAAT GT GGCGT TGT GGT GCAA

CGCCGAAAAT AT CGACCCCAGGCGGAGACCAACT TTGECGT TACACCGCAACACCACGT T
_GF Y S WGZPUP L VETAMWRICGAT

Ndel
CCGCAATTGCCGGTGGTGGTGAAACCTTTTTTACCTGGAAAGATCGTCATATGCTGATTA
--------- T T

GCCGTTAACGGCCACCACCACT TTGGAAAAAATGGACCT TTCTAGCAGTATACGACTAAT
_ A I_AGGGET FFTWKUDRHMLI_M
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Pfl M
TGAAACTGI GGAAAGT TGATGT TTTTGCAACCACCCCGT GCCTGCATCGT TGGATTGGT G

ACTTTGACACCTTTCAACTACAAAAACGT TGGT GGGECACCGACGT AGCAACCTAACCAC

_K L WK VDVFATTPWL HRWI_GE
Bst El |

AACAGGCAAAACT GGAAGGT TGEGT TACCCCGT TTAAAGT TCTGCTGCTGCATGGTGGT G

TTGTCCGTTTTGACCT TCCAACCCAAT GCGGCAAATTTCAAGACGACGACGTACCACCAC

_ QA KL EGWV TP F KWV L L L H G GA

CAGCAGCCGAAAAAACCAAAGAAAAACT GATGGAAGT TCACCCGAAT GTCGAAAAAGTTA

GICGTCGECTTTTTTGGITTCTTTTTGACTACCT TCAAGTGGGCTTACAGCTTTTTCAAT
_ A A EKTKEI KL MEVHPNWVE K VI

Ndel
TTAGCGT TTGGGGCACCACCGATGGTCATATGGCAAT TGAACCGCCT GATGCACCGGGTA
AATCGCAAACCCCGT GGTGGCTACCAGTATACCGT TAACT TGECGGACTACGT GGCCCAT
_ S VWGT TDGHMAI_E P P DAUPGT
CACTGGTTTTTTGGGAAGATACCCAGATTTTCGATATTGT TGT TCCGGGTAGCTATGAAG
GTGACCAAAAAACCCTTCTATGGGT CTAAAAGCTATAACAACAAGGCCCATCGATACTTC
L VFWEDTQI F DI V VP G S Y E E
BspM
AACGT CCGGAAGGT GAACCGGCAGGT CAGGGT GAACGT GGTGAACTGATTGCAACCCTGC

TTGCAGGCCT TCCACT TGGECCGT CCAGT CCCACT TGCACCACT TGACTAACGT TGGGACG
_R P EGEPAGQGERGEL I_AT L L
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TGACCCACTATACCATGCCGCTGATTCGT TATAGCCTGGGT GATTATGTGAAAAACGAAT

ACTGCGTGATATGGTACGGCGACT AAGCAATAT CGGACCCACTAATACACTTTTTGCTTA

_ T HY T MP L I_RY S L GDY V KNEF

TTATCTGTGATCCGACACCGGAACTGEGTATTACCCATTGTCGTTTTGCAGAACTGATTC

AATAGACACTAGCCTGI GECCT TGACCCATAAT GGGTAACAGCAAAACGT CTTGACTAAG
!l c b P T P E L GI_THCRFAE L _I_P

Pvul
CGGGTCGTGTGGAATGGATGT TTAAAGT TAAAGGCAAACTGCTGT TTCCGATCGTTGT TG
--------- T

GCCCAGCACACCTTACCTACAAATTTCAATTTCCGT TTGACGACAAAGGCTAGCAACAAC
_GRV EWMFKVKGK L L F P I_V_V_ E

Agel
AAAAT GCAGT TAGCCAGAT TCCGGATACCACCGGT GCATATAATATTGTGGTGTATGATG
--------- T S T g

TTTTACGTCAATCGGTCTAAGGCCTATGGT GGCCACGTATATTATAACACCACATACTAC
_NA V.S QI_P DT T GA Y NI_V V. Y DD

ATAATATGGATAAACT GAAAAT CAAAGT GGAAACCCGCAAACCGATTCCGCCTCCGCCTG

TATTATACCTATTTGACTTTTAGT TTCACCT TTGGGCGT TTGGECTAAGGCGGAGGECGGAC

_NMDK L KI_KVETRIKUPI_P P P P E

AATATGATAAAGAAGCACGCGAAATTAT TGCACGT GAACT GGGT CTGAGT CCGGAAGATG

TTATACTATTTCTTCGIGCGCTTTAATAACGT GCACTTGACCCAGACTCAGGECCTTCTAC
_YDKEAREI_I_AREL GL S P E DV
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Pst |

BspM
TTGAAATTGAATGGATTCGT CCGGGT GAATCAGT TTGGAAAGGT TATAAACT GCAGGTCT
--------- T e o
AACTTTAACTTACCTAAGCAGGCCCACTTAGTCAAACCTTTCCAATATTTGACGT CCAGA
_E I _E WI_R P GE SV WK GY KL QV F
EcoRI Hindlll
Ncol Bst Bl
TTCTGGATGAACGCAAAAAAT GACCAT GGAAT TCGAAGCT TGATCCGGCTGCTAACAAAG
--------- T e o

AAGACCTACTTGCGT TTTTTACTGGTACCT TAAGCT TCGAACTAGGCCGACGATTGITTC
_ LD E R K K *

CCCG

GGEC



